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Barcelona

Supercomputing

Center

Centro Nacional de Supercomputacion

13, 7 Petaflop/s
x12.4 times more powerful than MareNostrum 3.
IBM (+Lenovo, Intel, Fujitsu)

Aprox. U030 .mil |l i on

ICGC/TCGA PanCancer Status

For more information see our Wiki Space.

For access to the daily-created JSON files used for the following tables and our ElasticSearch index please click here.
Details about this index can be found here.

Donors with Sanger Variant Calls (Live)

The first column shows the number of donors aligned at a repo that have variants called. The subsequent columns show the location of the
results. Note: Donors aligned at cloud X may have variants computed at cloud ¥ and VCFs uploaded to cloud Z. Currently, the cloud performing
the computation is not shown but will be at a later time.

Donors aligned at  VCF at VCF at VCF at WVCF at VCF at VCF at Santa VCF at VCF at
(donor count) Barcelona Chicago(ICGC) Chicago(TCGA) Heidelberg London Cruz Seoul Tokyo
Barcelona (255) 2 o 5 0 o 1] 0
Chicago(lICGC) (258) 0O 255 (] 2 1 (] (] (1]
Heidelberg (371) (4] ) (] 342 29 (] (] (1]
London (172) o o] o 1z 60 o o o b - [
Santa Cruz (843) o o 843 0 o o 1] o
Seoul (6) o o o 0 o o -] o Ell lr
Tokyo (50) o o 1] 0 o 1] o 50
[Total (1955)] 250 255 843 461 o0 o & 50
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La estraégia del BSC en Medicina
Personalizada

FLAGSHIPS

Genomic Analysis Text Analytics Medical Imaging Organ simulation

Data models and algorithms
(approximate computing- reduced precision, adaptive layers, DL/Graph Analytigs,

Programming models and runtimes
(PyCOMPSanteroperability current approaches)

Hwacceleration of DL workloads
(novel architectures for NN, FPGA acceleration)

Data platforms + standards
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ActividadeficinaTécnicaen Biomedicina

A Creaciornde corporaanotadosy guidelines (abstracts
de publicacionegientificasen castellang >RDA Iberia

A Registrode sistemasy workflows ¢olaboracioncon
ELIXIR OpenMintedinfrastructures)

A Evaluaciorfautomaticd demétodos(basadoen
metaservidorecalm) >berEval

A Integracionen lainfraestructuracomputacional
(recursosBSC)
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BioCreative V.5 Workshop Agenda 122/04/17]
Wednesday, April 26-27, 2017

Universitat Politecnica de Catalunya (UPC)

text mining evaluation BeCalm Q”
of online systems T ATaTon Hetssarver

TIPS (Technical interoperability and

. N Chemical | j sezion]|
performance of annotation servers). o :
- CEMP (Chemical Entity Mention recognition). B ===
- GPRO (Gene and Protein Related Object m,,mt g o
recognition). , »
-ddn I@I ]
Biomedical Interest Servers worldwide Benchmarking

at the meta-server, The platform offers integrated
ccess to high quality gold standards and state-of-the-
art prediction systems.

with various recognition abilities. The aim is to offer information extracted by various automatic systems
users information of practical biomedical use interconnected worldwide.




OMTD evaluation framework

Component
accessibility
requisites



